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A field of defective tissue (field defect) appears to be an
early stage in the progression to adenocarcinoma of
both the colon and the esophagus. In both cases the field
is comprised of cells characterized by resistance to
induction of apoptosis, aberrant increased proliferation
and genomic instability. Specific mutations and
epimutations occur in both types of field. Also there is
evidence for aberrant overexpression or
underexpression of specific proteins. Most of these early
molecular alterations appear to promote either
enhanced apoptosis resistance, proliferation, or genomic
instability. The molecular alterations that are present
early are often, but not always, also present to an
even greater degree in the cancer itself. Many of the
important events in the development of colonic and
esophageal adenocarcinoma first occur in tissues that
are histologically neither dysplastic nor malignant. The
identification of early molecular defects in
morphologically normal appearing tissue is paramount
in identifying subjects at high risk for cancer.

The nature of field defects

A   “field defect”   is  an  area  of   abnormal   tissue   which
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precedes and predisposes to the development of cancer.
Such abnormal fields are of interest because they give
insight into the early stages of carcinogenesis and may
provide biomarkers of cancer risk.  The evidence for field
defects varies with the type of cancer.  We will focus on
adenocarcinoma of the colon and esophagus, as there is
substantial evidence for field defects in these two types of
cancer. The term “field effects” is also commonly used in
the literature. Field effect refers to changes in non-
malignant tissue associated with a cancer, and is non-
committal with respect to whether the field represents a
beneficial response to the cancer, a neutral consequence, or
a predisposing cause of the cancer. We use the term field
defect to indicate our focus on tissue fields for which
evidence suggests there are functional defects on the
pathway to the development of cancer.

In principle, the formation of a solid tumor is initiated by a
series of somatically inherited changes [i.e. mutations or
transmissible epigenetic events (epimutations) such as
methylation of CpG islands (Baylin, 1997)]. Some or all of
these changes produce a growth advantage relative to
surrounding cells. Genetic instability or a mutator
phenotype, arising early, may accelerate this process
(Jackson and Loeb, 1998; Tomlinson and Bodmer, 1999).
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If, in a normal population of dividing cells within a tissue, a
cell acquires a growth advantage through a mutation or an
epimutation, it will tend to expand clonally at the expense
of neighboring cells. Thus a patch of abnormal tissue will
arise. Within this patch, a second such change may occur so
that a given cell acquires a growth advantage compared to
other cells within the patch, and this cell will expand
clonally forming a secondary patch within the first patch.
Within this new patch, the process may be repeated several
more times until a malignant cell arises which clonally
expands into a cancer (Figure 1). If this is the general
process by which solid tumors arise, then tumors generally
should be associated with, and be preceded by, a field of
abnormality reflecting the succession of premalignant
events.

Figure 1.  Colonic epithelial patches of field defects
arising and expanding within pre-existing areas with
field defects, in progression to adenocarcinoma. The
dark area represents an adenocarcinoma.

Somatic mutations or epimutations contributing to
malignant progression may arise by interaction of cells with
the environment (e.g. smoke components, dietary
carcinogens), or by excessive production of endogenous
agents causing stress (e.g. excess bile acid secretion in
response to a high fat diet). Germ-line mutations in genes
such as the adenomatous polyposis coli (APC)  gene may
also predispose individuals to cancer. In the latter case, the
whole individual can be regarded as the initial predisposed
field. However, whether the initial mutation or epimutation
is in a somatic cell or has been transmitted through the
germ line to all the cells of an individual, subsequent
mutations or epimutations will likely generate a local field
as in Figure 1.

In general, a growth advantage may be acquired either by a
decreased propensity to undergo apoptosis or by increased
cell division (proliferation). Both of these types of change
will not only lead to clonal expansion, but can also increase
the likelihood of mutation. A reduced ability to undergo
apoptosis is frequently observed, for instance in colon
cancers (e.g. Bedi, et al. 1995).  Normal cells which have
received DNA damage, and which are unable to sufficiently

repair this damage, ordinarily undergo apoptosis. This
process of altruistic cell suicide is advantageous to humans
since it avoids the potential of replicating DNA with a
damaged template, likely to cause a mutation in the
daughter DNA. Such mutations can lead to cancer. Thus a
cell which is defective in the ability to undergo apoptosis in
response to unrepaired DNA damage may not only have a
growth advantage, but is also more likely to have excessive
DNA damage and undergo mutation. In support of this
concept, Kuo et al. (1999) demonstrated that
overexpression of the anti-apoptotic κ protein prevents
benzene metabolite-induced apoptosis and attenuates the
repair of oxidative DNA damage, leading to enhanced
mutation among surviving cells. In the case of a clone that
divides more rapidly (increased proliferation), mutations
are more likely to arise over time, because, to a first
approximation, mutation rate per unit time is proportional
to number of cycles of DNA replication (to the extent that
mutations arise as errors of replication). Given these
considerations, a field of defective cells is likely to contain
mutations and/or epigenetic alterations that promote either
resistance to apoptosis or more frequent cell division, or
both.  In this review we will consider evidence for the
presence of field defects, as well as specific defects that
influence apoptosis, rates of cell division and mutation.
Our concern here is with the early events in the
carcinogenesis pathway preceding malignancy, rather than
later events in the progression to metastatic cancer.

Adenocarcinoma of the colon   

Sporadic adenocarcinoma, the most common type of colon
cancer, may arise by a pathway involving the following
stages: normal flat mucosa, formation of a field of defective
flat mucosa, aberrant crypt foci, adenoma with low grade
dysplasia, adenoma with high grade dysplasia, and
adenocarcinoma. These stages, along with the functional
and genetic changes reported to occur in the early stages of
progression to sporadic colon cancer are outlined in Figure
2. However, it is currently unclear whether all sporadic
adenocarcinomas progress through each of these stages.

We will now discuss some of the molecular, genetic,
epigenetic and physiologic changes that characterize the
field defects preceding the development of
adenocarcinoma. Many of these changes probably
predispose an individual to the neoplastic transformation
process.

Apoptosis resistance

Bile acids have been implicated as important etiologic
factors in colon cancer (reviewed in Cheah, 1990). Bile
acids induce apoptosis in colonic goblet cells at
concentrations comparable to those found in fecal water
after high-fat meals (Payne et al. 1995). Increased apoptosis
caused by bile acids may select for cells with an apoptosis
resistant phenotype as shown in Figure 3. In this figure,
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level (1) indicates normal colonic epithelial cells. These
cells then encounter high physiologic levels of bile acids
after a high fat meal. Bile acids cause DNA damage
(Kandell and Bernstein, 1991; Venturi et al. 1997;  Booth et
al. 1997) as indicated in level (2).  Most cells with DNA
damage undergo apoptosis, allowing selective survival of
cells with apoptosis-resistant mutations or apoptosis-

resistant epigenetic changes as shown on level (3).  Upon
further DNA damages, as shown in level (4), this
population of apoptosis-resistant cells will be blocked in
apoptosis. The apoptosis-resistant cells will allow error-
prone replication past the DNA damages, resulting in cells
with further mutations as shown in level (5).

Figure 2. Progression in Sporadic Colon Cancer. Alterations are indicated at the stages in which they are first
observed.

We have found that goblet cells within the normal-
appearing (non-tumorous) portion of the colonic epithelium
of colon cancer patients are, on average, more resistant to
bile acid-induced apoptosis than are colonic goblet cells
from individuals with neoplasia-free colons (Payne et al.
1995; Garewal et al. 1996; Bernstein et al. 1999).
Furthermore, when pairs of biopsies were taken from the
cecum, 40cm and 20cm from the anal verge, we observed
that in patients with a history of colon cancer apoptosis

resistance tended to have a patchy distribution occurring
both close to and at considerable distances away from the
tumor (Bernstein et al. 1999).

Kozoni et al. (2000) studied a mouse model in which colon
cancer is induced by dimethylhydrazine (DMH) and the
secondary bile acid, lithocholic acid (LCA), is used as a
promoter. They found that when DMH was injected once a
week for 28 days, upon sacrifice, there was a nearly 50-fold
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increase in apoptosis in the basal third of colonic crypts.
However, when the mice received the same DMH treatment
but also received twice daily intrarectal administration of
LCA, there was complete suppression of apoptosis at
sacrifice (after 28 days of treatment). The enhanced
apoptosis observed with DMH treatment alone was
interpreted as an appropriate response by the colon to a
damaging agent to eliminate cells that ought not to survive
and proliferate. In contrast, the complete suppression of
apoptosis by LCA in the presence of the carcinogen was
interpreted to facilitate the development of cancer.

Apoptosis resistant fields may arise if gene products which
inhibit apoptosis are overexpressed and/or gene products
which promote apoptosis have reduced expression. As
discussed below, gene products which inhibit apoptosis
include Bcl-2, Survivin, NF-κB, NOS2 and thioredoxin,
whereas gene products which promote apoptosis include
APC and P53.  Bcl-2 is one of the most biologically
relevant inhibitors of apoptosis (e.g. Kuo et al. 1999).
Aberrant overexpression of Bcl-2 is frequently observed in
colorectal adenomas and in carcinomas (Hague et al. 1994;
Bosari et al. 1995; Bronner et al. 1995). Bronner et al.
(1995) reported that there was frequent abnormal
expression of Bcl-2 in nondysplastic epithelium
surrounding dysplastic lesions, suggesting that altered
expression occurs before the development of morphological
dysplasia. Morphologically nondysplastic epithelium
directly contiguous to a malignant or dysplastic lesion often
showed abnormal Bcl-2 expression throughout the full
length of the crypt-villus axis. Proceeding away from the
lesion, this expression pattern gradually diminished to
involve only the crypt base (the normal pattern of
expression). Ohmori et al. (1999) also found increased
expression of Bcl-2 in mucosa neighboring the tumor, as
well as increased correlated expression of several
neurohormonal polypeptides.

Expression of the apoptosis inhibitor gene, Survivin, in
colon tumors, predicts poor survival due to subsequent
recurrent colorectal carcinoma (Sarela et al. 2000).
Approximately half the patients with Survivin positive
tumors, but none of the patients with Survivin negative
tumors, had normal appearing mucosa which also expressed
this gene. This suggests that a Survivin positive tumor arose
in a Survivin positive field of normal appearing mucosa,
and that other areas of normal appearing mucosa in the
same patient also have this field defect.

NF-κB is a redox sensitive transcription factor.  We found
that inhibition of NF-κB sensitizes cells to bile acid induced
apoptosis, indicating that this protein protects against
apoptosis (Payne et al. 1998). One downstream effector of
NF-κB is nitric oxide synthase (NOS2). We have also
observed that inhibition of NOS sensitizes cells to bile acid
induced apoptosis and thus the product of NOS, nitric
oxide, may be part of a signaling pathway that is
responsible  for  apoptosis  resistance   (Payne  et  al.  1999;

Figure 3. Selection of apoptosis-resistant cells in the
presence of high levels of bile acid. High levels of bile
acids are present in the colon when individuals eat a
high fat diet.

Washo-Stultz et al. 1999). Thioredoxin, a protein
overexpressed in human cancer, also inhibits apoptosis
(Baker et al. 1997). Recently, using immunohistochemical
staining, we found that NOS2, NF-κB and thioredoxin are
aberrantly expressed in the flat mucosa of individuals with
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colon neoplasia, and that this aberrant expression is
correlated with loss of apoptosis competence (Payne et al.
2000). The aberrant expression of these proteins was
represented by decreased expression at the surface
epithelium, up-regulation in the crypt zones of
differentiation and proliferation, and increased expression
in interstitial immune cells.

The APC gene normally functions to promote apoptosis.
Inactivation of APC in colonic epithelium has been
implicated in neoplastic transformation (Morin et al. 1996).
An inherited defect in the APC gene is the first step for
colorectal polyp formation and the development of colon
cancer in familial adenomatous polyposis (FAP) patients
(Ichii et al. 1992). A similar defect in APC is also detected
in 60% of spontaneous colorectal cancers and 63% of
adenomas (Powell et al. 1992) and in 4.6% of aberrant
crypt foci (Smith et al. 1994), indicating that APC mutation
can be an early step in sporadic colon cancer. These results
suggest that loss of the pro-apoptotic APC protein
contributes to the generation of an apoptosis-resistant field
that predisposes to development of neoplasia. Bedi et al.
(1995) found that individuals with familial adenomatous
polyposis (FAP), due to an inherited defect in the APC
gene, have normal-appearing flat colonic mucosa in which
cells have a reduced ability to undergo stress-induced
apoptosis compared to individuals with no history of colon
neoplasia.  They also found that transformation of
colorectal epithelium to carcinomas was associated with a
progressive inhibition of apoptosis.

Point mutations in gene p53 in combination with loss of
heterozygosity (LOH) for chromosome 17p (which includes
the p53 gene) seem to occur only as late events in colorectal
tumorigenesis after formation of adenomatous polyps
(Figure 2) (Baker et al. 1990). This contrasts with the anti-
apoptotic proteins Bcl-2, NF-κB, Survivin, NOS2 and
thioredoxin which appear to be overexpressed early in the
progression to colon cancer based on their elevated levels in
the flat mucosa of patients with a history of colon cancer,
and mutations in the pro-apoptotic gene APC which also
occur early (Figure 2).

Aberrant cell proliferation

Scalmati and Lipkin (1993) reviewed numerous studies on
cell proliferation pattern in individuals with colon
adenomas or cancer where incorporation of tritiated
thymidine or bromodeoxyuridine into DNA (labeling
index) was mainly used as the measure of cell proliferation.
They noted that expansion of the proliferative compartment
is present along the entire colon in individuals at increased
risk, no matter where the lesion is. The proliferative
compartment of normal colorectal mucosa of individuals at
low risk for colorectal cancer is located in the lower two-
thirds of the colonic crypts. In patients at increased risk the
proliferative compartment is expanded towards the top of
the crypts. However, since proliferative rates in colonic

crypts are highly variable in the same individual and can be
influenced by diet, its value as a biomarker for colon cancer
risk is doubtful.

Genetic and epigenetic changes in gene
expression that enhance proliferation in the
progression to adenocarcinoma

In addition to the genetic alterations that reduce apoptosis,
discussed above, other alterations occurring early in
progression to colon adenocarcinoma appear to enhance
cell proliferation. These include increased expression of C-
myc and K-ras and decreased expression of estrogen
receptor.

C-myc, the normal product of the myc proto-oncogene, is a
nuclear transcription factor. C-myc is overexpressed in
colon cancer cells and was also found to be overexpressed
in non-neoplastic mucosa adjacent to tumors (Visca et al.
1999). Since C-myc is normally repressed by wild-type
APC (He et al. 1998), the presence of APC mutations may
account for C-myc overexpression.

K-ras oncogene is a guanine nucleotide-binding protein
with GTPase activity that is involved in signal transduction.
Non-neoplastic mucosa and tumor tissues from 70 patients
with colorectal cancer were analyzed by the enriched
polymerase chain reaction for mutations in codon 12 of the
K-ras gene (Minamoto et al. 1995). In 18-25% of colorectal
cancer patients, mutant K-ras was identified in the
apparently normal mucosa. Zhu et al. (1997) reported that
K-ras codon 12 mutations occur in a high frequency
(53.8%) in histologically normal mucosa adjacent to tumors
of patients with K-ras mutation-positive colorectal cancer.
K-ras mutations have also been identified in aberrant crypt
foci (Smith et al. 1994; Yamashita et al. 1995).  These
results suggest that cells with K-ras mutations might reflect
a field defect predisposed to further progression to cancer.

CpG islands are located in the promoter region of about
60% of genes and are ordinarily free of methylation,
regardless of the expression state of these genes (except
when these genes are silenced within the inactive X
chromosome of women or in the transcriptionally silent
copy of parentally imprinted genes). In neoplastic cells,
however, some genes appear to acquire de novo
methylation in their CpG islands. CpG island methylation is
an epigenetic modification of DNA (epimutation) known to
correlate closely with silencing of gene transcription. Issa et
al. (1994) have reported CpG island methylation occurs in
the estrogen receptor (ER)  gene in a subpopulation of cells
of the colonic mucosa, and this CpG island methylation
increases as a direct function of age. This change was also
found in virtually all cells in all colorectal tumors
examined, and in both large and small adenomatous polyps.
Additionally Issa et al. (1994) presented evidence that
expression of the unmethylated ER gene results in growth
inhibition of colon carcinoma cells. Thus the estrogen
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receptor appears to play a role in growth regulation of
colonic cells and its transcriptional repression by CpG
island methylation could contribute to deregulated growth
of these cells. The methylation-associated inactivation of
the ER gene in aging colorectal mucosa could be one of the
earliest events that predisposes colorectal mucosa to
sporadic tumorigenesis with age.

Loss of cell cycle control is among the defining features of
tumor cells, and inactivation of cell cycle inhibitors is a
common mechanism by which this loss occurs. The
CDKN2 gene product, p16INK4a, is a critical cell cycle
inhibitor that binds to the complex of cyclin D and cyclin-
dependent kinase 4 or 6 (CDK4 or CDK6) to repress its
ability to phosphorylate the retinoblastoma protein. Binding
of p16INK4a normally inhibits the kinase activity, thereby
leaving the RB protein underphosphorylated and
consequently promoting cell cycle arrest.  In contrast, loss
of p16INK4a promotes cell proliferation, and mutation or
inactivation of the CDKN2 gene is found in many different
types of human cancers. Gonzalez-Zulueta et al. (1995)
reported extensive methylation of CpG islands of the
CDKN2 promoter in the normal-appearing flat mucosa of
the colon in 60% of patients with colon cancer.

Dedifferentiation

Recently we found that the flat colonic mucosa of colon
cancer patients have field defects characterized by
dedifferentiation (Holubec et al. 2000). Tissues from
individuals without neoplasia showed normal
differentiation in 85% of samples as evidenced by
histochemical staining with the lectin Dolichos biflorus
agglutinin, which reacts with the N-acetyl galactosamine
residues of the mucin of mature goblet cells. Tissue from
individuals with tubulovillous adenoma showed 63%
normal differentiation, and tissue from colon cancer
patients showed only 41% normal differentiation, implying
frequent areas of field defect.

Premalignant changes in gene expression
occurring in adenomatous polyps

Adenomas are benign polyps that may progress to
malignancy, and can thus be regarded as fields of defective
tissue. However, most adenomas do not progress to cancer.
Therefore, additional alterations in adenomas promote
proliferation and predispose them to cancer.  Telomerase is
a ribonucleoprotein that synthesizes telomeric DNA onto
chromosomal ends.  Expression of telomerase is often
associated with cellular immortality and oncogenesis.
Telomerase has been found to be reactivated or up-
regulated in most cancers. Fang et al. (1999) detected
telomerase activity in 89% of colorectal carcinomas, in
50% of colonic adenomas, but not in normal colorectal
mucosa.  Yan et al. (1999) found telomerase activity in all
colonic adenomas showing high grade dysplasia and in
adenocarcinomas, whereas activity was detected in only 20
percent of low grade adenomas and in none of the normal

colonic mucosal tissue samples from individuals without
neoplasia. Thus, telomerase activation is often associated
with progression from low-grade to high-grade dysplasia in
adenomas. Yoshida et al. (1999) also reported results
indicating that telomerase activation gradually increases
during the course of colorectal carcinogenesis.

Ki-67, a proliferation factor, was measured
immunohistochemically, and found to be associated with
adenomas having high grade dysplasia (Visca et al. 1999).

Src proto-oncogene encodes a cytoplasmic nonreceptor
protein-tyrosine kinase. Src tyrosine kinase is elevated in
colon cancer (Bolen et al. 1987; Cartwright et al. 1989) and
in colonic polyps of high malignant potential (Talamonti et
al. 1993).

Chromosome instability (CIN) and microsatellite
instability (MIN)

Substantial evidence, reviewed by Lengauer et al.  (1997),
indicates that nearly all cancers are characterized by genetic
instability, but that the instability exists at two distinct
levels.  In a small subset of tumors the instability is
observed at the nucleotide level, resulting in base
substitutions or deletions or insertions of a few nucleotides.
In most other cancers the instability is observed at the
chromosome level, resulting in losses and gains of whole
chromosomes (aneuploidy) or large portions thereof, as
well as chromosomal translocations, insertions and
deletions larger than a few nucleotides. Colorectal cancers
fall into two groups with regard to instability.  Roughly
13% of colorectal cancers contain defects in mismatch
repair, leading to instability at the nucleotide level. This
form of instability is detected as microsatellite instability
(MIN).  Microsatellites are simple repetitive sequences of
DNA that are scattered throughout the genome. These
sequences are stably inherited, vary from individual to
individual, and have a relatively low mutation rate.
Instability within these sequences is a marker of genome-
wide mutations and DNA repair deficiencies. MIN has been
detected in cancers associated with the hereditary
nonpolyposis colon cancer (HNPCC) syndrome, but also in
tumors that acquired a mismatch repair defect in the
somatic line. The majority of colorectal cancers show
chromosomal instability (CIN). Both types of instability
appear to arise early during colorectal tumorigenesis
(Figure 2).

HNPCC syndromes are defined by the occurrence of colon
cancer in at least three first-degree relatives representing at
least two generations, and the development of cancer in one
of these individuals before age 50. Germline mutations in
any one of four homologues of bacterial DNA mismatch
repair genes (hMLH1, hMSH2, hPMS1 or hPMS2) result in
HNPCC.  Disruption of these genes causes an increase in
MIN. In this form of instability, stretches of tandemly
repeated dinucleotide and trinucleotide sequences are found
to be expanded or contracted in tumors from HNPCC
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patients. More than 50% of colon adenocarcinomas having
the microsatellite mutator phenotype were found to have a
frameshift mutation in a tract of eight deoxyguanosines
within BAX, a gene that promotes apoptosis (Rampino et al.
1997).  Such adenocarcinomas were also found to have

mutations in the pro-apoptotic APC gene which were
disproportionately of the frameshift type (Huang et al.
1996). Mutations in APC, BAX  and other pro-apoptotic
genes may account, in part, for the observed apoptosis
resistance previously described.

Figure 4. Repairing damaged DNA. BRCA-1 is phosphorylated by the ATM protein kinase in response to a double-
strand DNA break. Phosphorylated BRCA-1 activates DNA repair through homologous recombination, in
cooperation with BRCA-2, mRad51, and other molecules in the mRad52 epitasis group.

The molecular basis for CIN, as distinct from MIN, is just
beginning to be explored. Stoler et al. (1999) have found
chromosomal alterations in sporadic colorectal cancer to be
considerably more abundant than expected, with the mean
number of genomic events per carcinoma totaling
approximately 11,000. Colonic polyps early in the tumor
progression pathway showed similar numbers of events.
These results indicate that genomic destabilization is an
early step in sporadic tumor development.   p53 mutations
were shown to be unlikely to initiate or promote genomic
instability in sporadic colorectal tumors (Kahlenberg et al.
1996). Lengauer et al. (1997) showed that an abnormal
number of chromosomes in a cell, in and of itself, cannot
account for the high level of CIN found in aneuploid
colorectal cancers. An attractive explanation for CIN is that
it arises in cells that enter mitosis before DNA damages are
repaired because of defects in DNA repair or checkpoint
genes.

 In particular, defective ability to repair double-strand
breaks through the process of recombinational repair may
be implicated in CIN. Thus, defects in genes involved in
recombinational repair, such as  BRCA1 and BRCA2, are
good candidates for mediating CIN. Garcia-Patino et al.
(1998) reported that 49% of colon cancers have LOH for
chromosomal region 17q21, the region which contains the
BRCA1 gene. A preliminary study of the incidence of
BRCA1 and BRCA2 mutations in Ashkenazi colorectal
cancer patients indicated elevated rates of these mutations

(Drucker et al. 2000). These findings suggest that defective
BRCA1 and BRCA2 genes may play an important role in the
development of colon cancer.

Venkitaraman (1999) has indicated the likely roles of
BRCA-1 and BRCA-2 proteins in DNA repair by
homologous recombination. Figure 4 illustrates a pathway
suggested by Venkitaraman in murine cells. It is clear, from
this figure, that a defect in BRCA1 or BRCA2 would result
in increased numbers of double strand breaks (DSBs). It
was found (Xu et al. 1999) that a targeted deletion within
exon 11 of BRCA1 in mouse embryonic fibroblast cells
indeed generates extensive chromosomal abnormalities, a
characteristic of CIN. Increased numbers of DSBs would
ordinarily trigger apoptosis, unless the cells were also
apoptosis resistant. Thus, cells subject to DSBs, and CIN,
would be under strong selective pressure to become
defective in apoptosis.

The possibility of a predisposing field arising from
infection

Swidsinski et al. (1998) investigated the association
between intraepithelial infection by  bacteria, mainly
Escherichia coli, and colorectal cancer. They reported
intracellular E. coli in colonic tissue of 87% of patients with
adenoma and carcinoma and in none of the mucosa of
neoplasia-free individuals. To estimate intracellular E. coli
concentrations, a gentamicin protection assay was used



Bernstein, C. et al.

174

involving  plating and colony formation. High bacterial
counts were seen not only in tumors, but in both adjacent
and distant normal tissue and in biopsy specimens from
relapse-free patients within 3 years after partial colectomy.
Therefore, a local effect of tumor-damaged tissue is
unlikely. Although it is not clear whether intracellular E.
coli colonization of the colonic mucosa is primary or
secondary to the malignant pathology, these findings raise
the possibility that colon cancer arises in a predisposed field
of infected epithelium.

JC virus is a polyoma virus that commonly infects humans.
JC DNA fragments were detected both in malignant and in
normal, adjacent colorectal epithelium from surgical
resection specimens (Laghi et al. 1999). A larger number of
viral copies was present in cancer cells than in the non-
neoplastic colon cells. Further, Ito et al. (1993) isolated
Inoue-Melnick virus from colorectal carcinomas as well as
from the normal appearing mucosa of cancer patients,
whereas individuals without colorectal cancer had no virus
in their colonic mucosa.

Aberrant expression of specific proteins in
ulcerative colitis

Chronic ulcerative colitis (UC) is an inflammatory disease
associated with an increased incidence of colon cancer. UC
appears to be caused by excessive immune reactivity of the
gut wall, possibly due to antibody mediated
hypersensitivity (MacDonald et al. 2000).  Persistent severe
inflammation in colonic mucosa is thought to lead to the
development of colon cancer in patients with UC. This
might be mediated by increased mucosal concentrations of
reactive oxygen species that cause tissue damage (Sedghi et
al. 1993).  Adenocarcinoma in UC presumably develops
from dysplastic precursor lesions, which include flat
dysplasia and polypoid (polyp-like) dysplasias.  The
changes occurring in UC leading to colon cancer are
outlined in Figure 5.

The presence of mutations or LOH of the pro-apoptotic
genes p53 and APC, and overexpression of anti-apoptotic
gene bcl-2 in the flat mucosa of patients with UC suggest
that there may be a defect in apoptosis. This may be
brought about by a higher rate of apoptosis (Arai et al.
1999) which may select for an apoptosis resistant
phenotype. p53 mutations are common in areas of dysplasia
and in carcinomas in humans with UC (Yin et al. 1993;
Fogt et al. 1998a). In contrast to sporadic colorectal
carcinomas, ulcerative colitis-associated neoplastic
progression appears to involve p53 inactivation at a
relatively early stage. LOH of the APC gene in UC was
noted in high grade dysplasia with associated cancer, but
not in cases of nondysplastic epithelium or in high grade
dysplasia alone (Fogt et al. 1998b). Bcl-2 expression was
found to be increased in areas of flat dysplasia in ulcerative
colitis but not in non-dysplastic ulcerative colitis tissue
(Bronner et al. 1995).

An increase in proliferation in active UC is indicated by an
increase in mitotic index, p21WAF1/CIP1 labeling index
and Ki-67 labeling index (Arai et al. 1999). A shift of the
proliferative compartment towards the top of the crypt has
been found in the non-tumerous mucosa of individuals with
chronic ulcerative colitis (reviewed in Scalmati and Lipkin,
1993).  K-ras mutations are also present in dysplastic
regions (Anderson et al. 1999). Furthermore Src activity is
elevated in dysplastic epithelia of UC (Cartwright et al.
1994). Src activity is highest in malignant and severely
dysplastic epithelia, and 6-10-fold higher in mildly
dysplastic compared to nondysplastic epithelia. Thus, Src
activity is raised in dysplastic UC epithelia, which is at
increased risk for developing cancer.

p16INK4a is transcriptionally silenced as a consequence of
hypermethylation of CpG islands in patients with long
standing UC (Hsieh et al. 1998). As discussed above,
decrease in p16INK4a promotes cell proliferation.

To clarify the mechanism of carcinogenesis from chronic
inflammation in colonic mucosa, Hisamatsu et al. (1999)
isolated cDNA fragments corresponding to mRNAs that are
differentially expressed between UC-associated cancer
tissue and mildly inflamed mucosa.  On this basis, they
identified interferon-inducible gene family 1-8U as being
strongly expressed in UC-associated cancers, but not in flat
mucosa. Furthermore, this gene was also strongly expressed
in severely inflamed colonic mucosa of UC without colitis-
associated cancer. The function of the 1-8U gene is
currently unknown.

Von Hippel-Lindau (vHL) disease is a hereditary tumor
syndrome characterized by predisposition for bilateral and
multi-centric hemangioblastoma in the retina and central
nervous system, pheochromocytoma, renal cell carcinoma,
and cysts in the kidney, pancreas, and epididymis. LOH of
the vHL gene occurs in, and also nearby areas of dysplasia
in UC (Fogt et al. 1998a).

Ulcerative colitis tissue shows weak, if any, telomerase
activity (Yoshida et al. 1997).

Brentnall et al. (1996) reported MIN in 50% of UC patients
whose colonic mucosa was negative for dysplasia, 46% of
those with high-grade dysplasia, and 40% of those with
cancer, whereas normal colonic tissue showed no evidence
of MIN (Figure 5). In some of the patients with cancer or
high grade dysplasia, the MIN occurred in histologically
negative tissue remote from the site of the cancer or
dysplasia. In UC patients with high-grade dysplasia or
cancer, CIN is found not only in areas of dysplasia, but is
also present throughout the colon (Rabinovitch et al. 1999).
These findings suggest that widespread MIN and/or CIN
precedes dysplasia and cancer in UC and may reflect the
inability of DNA repair mechanisms to compensate for the
stress of chronic inflammation.
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Adenocarcinoma of the Esophagus

Barrett’s esophagus (BE) is a lesion resulting from chronic
gastroesophageal reflux disease (GERD) in which the
stratified squamous epithelium of the esophagus is replaced
by metaplastic columnar epithelium that predisposes to the
development of esophageal adenocarcinoma. At the gross

level, Barrett’s mucosa usually appears as a well-defined
area, with irregular margins, consisting of salmon-pink,
velvety mucosa similar to the adjacent gastric mucosa
(Coppola and Karl, 1999). However, biopsy is required for
diagnosis. Most investigators believe that the increased
cancer risk is associated with specialized columnar
epithelium (SCE) or intestinal metaplasia.

Figure 5. Progression in individuals with ulcerative colitis to adenocarcinoma. Alterations are indicated at the
stages in wich they are first observed.

At the histological level, its defining feature is the presence
of goblet cells, similar to those of the epithelium of the
small intestine and colon. These goblet cells are found in
the surface epithelium and in crypts.

The sequence of histological events in the progression from
BE to adenocarcinoma, is considered to be (1) Barrett’s
metaplasia; (2) low grade dysplasia; (3) high grade
dysplasia and (4) invasive adenocarcinoma. About 6% to
15% of individuals with chronic GERD develop BE.
GERD exposes the lower esophagus to bile acids from the
duodenum and acid/pepsin from the stomach which, in
combination, may be the cause of the development of BE.
Oxidative damage appears to play a role in this process in

humans (Olyaee et al. 1995; Wetscher et al. 1995) as well
as in a rodent model of esophageal adenocarcinoma (Chen
et al. 2000).  In a rat model of the regulatory mechanism of
acid secretion in the stomach after damage with the bile
acid taurocholate, endogenous nitric oxide was found to
down-regulate acid production (Takeuchi et al. 2000).

Approximately 0.5% to 1.0% of patients with Barrett’s
metaplasia develop adenocarcinoma, one of the most lethal
of all cancers (Reynolds et al. 1999). The adenocarcinoma
ordinarily arises in a field of Barrett’s metaplasia (Coppola
and Karl, 1999). BE is perhaps one of the best examples of
a field defect as it is clearly distinguishable from the usual,
normal squamous epithelium.
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At present, assessment of grade of dysplasia, using
endoscopic biopsies, is the best marker available to identify
high risk of progression to adenocarcinoma. However,
subjectivity limits the classification into discrete grades of
dysplasia (Reynolds et al. 1999). Therefore, numerous
workers have sought molecular markers as more reliable
indicators of cancer risk.  Although no particular molecular
marker has yet gained widespread acceptance, this work has
given insight into the functional defects and genetic events
occurring within the abnormal field leading to esophageal
adenocarcinoma (see Figure 6 for summary).

Reduced apoptosis

Katada et al. (1997) observed that inhibition of apoptosis
occurs early in the metaplasia-dysplasia-carcinoma
sequence of BE. Wetscher et al. (1998) also reported that
apoptosis was low in Barrett’s epithelium compared to
adjacent squamous epithelium. Whittles et al. (1999)
reported a decrease in apoptosis in the upper crypt and
luminal surface in dysplasia and adenocarcinoma compared
with Barrett’s metaplasia. Katada et al. (1997) reported
overexpression of the bcl-2  anti-apoptotic proto-oncogene
in 72% of Barrett’s metaplasia samples and in 100% of
Barrett’s low grade dysplasia, although Goldblum and Rice
(1995) did not find Bcl-2 overexpression in these tissues.
We have found that, within the region of Barrett’s
metaplasia, the goblet cells are highly resistant to bile acid
induced apoptosis compared to the goblet cells of the
normal colon epithelium (unpublished results), suggesting
that chronic reflux and consequent exposure to bile acids
may select for resistance to bile acid induced apoptosis.
Thus, it appears that relatively reduced apoptosis capability
is a characteristic of the field of Barrett’s metaplasia and
that this capability is further reduced in the progression to
dysplasia and adenocarcinoma.

Aberrant expression of pro-apoptotic P53 and
APC, and of anti-apoptotic NOS-2 and COX-2

There is evidence for aberrant expression of proteins P53,
APC, NOS-2 and COX-2 in the metaplastic and dysplastic
epithelial field preceding development of esophageal
adenocarcinoma that would tend to reduce apoptosis
capability.

LOH for the p53 gene occurs in Barrett’s metaplasia and
dysplasia adjacent to adenocarcinoma of the esophagus
(Dolan et al. 1999; Galipeau et al. 1999). This finding
suggests that LOH at the site of the p53 gene occurs before
the esophageal adenocarcinoma develops. Mutations of the
p53 gene are associated with an increased half-life of the
P53 protein, leading to its accumulation. This accumulation
can be detected by specific antibodies and
immunohistochemical staining, and thus can be used to
identify cells with a presumed p53 mutation.
Overexpression of P53 has been found in over 50% of
adenocarcinomas arising in BE (e.g. Blount et al. 1991;
Flejou et al. 1993; Younes et al. 1993; Casson et al. 1995).

Rioux-Leclercq et al. (1999) found P53 overexpression in
only 7% of tissues with low grade dysplasia, but in 60% of
tissues with high grade dysplasia, and in 85% of
adenocarcinomas.  Similar results were obtained by Younes
et al. (1993) and Ramel et al. (1992). However, Younes
(1997) reported overexpression of P53 in 36% of areas with
low grade dysplasia and this was associated with increased
probability of progression to high grade dysplasia.  Also
Cawley et al. (1998) presented evidence that BE and
esophageal cancer can develop P53 antibodies that may
predate the clinical diagnosis of malignancy. It thus appears
that overexpression of P53 is an early event in the
progression to esophageal adenocarcinoma.

LOH for the pro-apoptotic APC gene occurs in Barrett’s
metaplasia and dysplasia adjacent to an adenocarcinoma,
and also in the adenocarcinoma itself (Zhuang et al.1996;
Dolan et al. 1999).

The two anti-apoptotic proteins, inducible nitric oxide
synthase (NOS2) and cyclooxygenase-2 (COX-2),
exhibited elevated expression in both BE and associated
adenocarcinoma (Wilson et al. 1998; Shirvani et al. 2000),
and thus may be significant at early times in the metaplasia-
dysplasia-adenocarcinoma sequence (Figure 6).

Increased proliferation

Rioux-Leclercq et al. (1999) measured cell proliferation by
histochemistry using antibody against the Ki-67 nuclear
antigen.  They found an increase in proliferation in the
progression from low-grade dysplasia to high-grade
dysplasia to carcinoma. Similarly, Whittles et al. (1999)
found an increase in proliferation in dysplastic and
carcinomatous tissue compared with metaplastic tissue.
Thus it appears that the field of aberrant cells in which
esophageal cancer arises experiences a progressive increase
in proliferation, as well as a progressive decrease in
apoptosis.

Aberrant expression of proteins involved in
proliferation

LOH of chromosome 9p21 (which includes the CDKN2
gene) and CDKN2 mutations occur as early lesions in
diploid cells before the development of aneuploidy and
cancer during neoplastic progression in BE (Barrett et al.
1996; Galipeau et al. 1999). However only a minority of
Barrett’s adenocarcinomas with 9p21 LOH have a somatic
mutation in the other CDKN2 gene on the homologous
chromosome.  A common alternative mechanism of
CDKN2 inactivation appears to be hypermethylation of the
CDNK2 promoter (Wong et al. 1997).

Src is activated in BE and esophageal adenocarcinoma
(Kumble  et al. 1997). Src activation occurs before
development of dysplasia or carcinoma (Figure 6).
Different regions of BE esophagus from the same patient
showed heterogeneity in Src activity compared with the
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uniform Src activity observed in different regions of the
normal esophagus. This implies the field of Src defect is
patchy.

Acid fibroblast growth factor belongs to a family of
polypeptides that are involved in differentiation and cellular
proliferation. This factor is accumulated in the progression
from metaplasia to adenocarcinoma (Soslow et al.1997).

Telomerase activation is frequently associated with cellular
immortality and carcinogenesis (Perrem and Reddel, 1999).
Morales et al. (1998) found that 1) Barrett’s epithelium may
contain a population of immortalized cells, 2) a marked

increase in the level of telomerase RNA accompanies the
transition form low grade to high grade dysplasia, and 3)
high levels of telomerase RNA accompany  the
development of esophageal adenocarcinoma in the vast
majority of cases. Lord et al. (2000) also found that
telomerase expression is increased early in the Barrett’s
metaplasia-dysplasia-adenocarcinoma sequence.
Telomerase expression was also significantly higher in
histologically normal squamous epithelium of the
esophagus from cancer patients than in normal squamous
epithelium of the esophagus from patients with no cancer,
suggesting that a widespread defective field is present in the
esophagus of patients who develop Barrett’s cancer.

Figure 6. Progression in Barrett's esophageal adenocarcinoma. Alterations are indicated at the stages in which they
are first observed.

Cadherins are a family of transmembrane glycoproteins
involved in calcium dependent intercellular adhesion. One
of the subclasses of cadherins, E-cadherin appears to be the
prime mediator of cell-cell interactions in epithelial cells.

Down-regulation of E-cadherin appears to favor the
processes of invasion and metastasis. E-cadherin was found
to be significantly lower in Barrett’s epithelium compared

to normal esophageal epithelium and even lower in
esophageal adenocarcinoma (Swami et al. 1995).

Rab11 is a small GTP-binding protein which is involved in
intracellular vesicle membrane processing.  Ray et al.
(1997) reported that perinuclear staining for Rab11 is
associated specifically with low grade dysplasia of Barrett’s
epithelium.
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LOH for the Deleted in Colon Cancer (DCC) gene occurs
in Barrett’s metaplasia and also in the adenocarcinoma
itself (Zhuang et al. 1996; Dolan et al. 1999). Although it
was once thought that this gene is involved in goblet cell
differentiation, recent results show that DCC is not
selectively involved in the mucosecretory differentiation
pathway and that it is neither sufficient nor essential for
normal intestinal differentiation (Fabre  et al. 1999).

Retinoblastoma protein (Rb), in its activated
unphosphorylated form, sequesters transcription factors
needed for G1-S progression (Weinberg, 1995). Excess
proliferation is frequently associated with deregulation of
the Rb pathway through loss of Rb. Loss of Rb staining was
observed as metaplasia progressed to dysplasia and
carcinoma in the esophagus (Coppola et al. 1999).

Chromosomal imbalances

Garewal et al. (1989) showed that BE is frequently
characterized by clonal proliferation of karyotypically
abnormal cells.  Walch et al.  (2000) characterized
cytogenetic alterations in Barrett’s adenocarcinoma and its
premalignant stages. The average number of detected
chromosomal imbalances increased from 7.0 in Barrett’s
metaplasia to 10.8 in low grade dysplasia to 13.4 in high
grade dysplasia and 13.3 in adenocarcinoma. The
occurrence of common chromosomal alterations in
premalignant lesions and adjacent carcinomas suggested a
process of clonal expansion, whereas differences between
these adjacent tissues suggested that the clonal expansion
was accompanied by genetic divergence.

Conclusions

The evidence summarized in this review indicates that
adenocarcinomas of both the colon and esophagus arise in a
predisposed defective field. The most common setting in
which a colonic adenocarcinoma likely arises is a field of
flat mucosa characterized by a pattern of apoptosis
resistance, aberrant proliferation, and CIN in which
sporadic aberrant crypt foci give rise to adenomas, which in
turn give rise to an adenocarcinoma.  Certain features
appear to be common to this type of field progression and
the metaplasic-dysplastic field progression in which
esophageal adenocarcinoma arises. These features include:
(1) reduced apoptosis capability, possibly resulting, in part,
from chronic exposure to elevated levels of bile acids; (2)
aberrant proliferation; (3) CIN; (4) APC mutation as an
early event; (5) aberrant over-expression of NOS-2, Src,
Bcl-2 and telomerase; (6) hypermethylation and silencing
of the CDKN2 promoter.  There are also some significant
differences between the two types of field.  These include:
(1) K-ras mutations are common in colonic adenomas and
adenocarcinomas, but were not found in BE (Meltzer et al.
1990). (2) the absence of adenomatous polyps as precursor
lesions in the Barrett’s progression contrasts with the role
of polyps in sporadic colonic adenocarcinoma. (3) p53
mutation occurs earlier in progression to esophageal

adenocarcinoma than in progression to sporadic colonic
adenocarcinoma.  Another setting in which colonic
adenocarcinoma arises is in ulcerative colitis. Ulcerative
colitis and esophagitis have in common that both (1) are
fields of inflammation predisposing to adenocarcinoma; (2)
tend to have mutations in p53, APC and K-ras. (3) have
overexpression of Src tyrosine kinase and Bcl-2; (4) have
hypermethylation of the CDKN2 promoter.

In the Introduction, we argued that field defects are a
logical consequence of the assumption that cancers arise by
a sequence of mutations and/or epimutations each of which
confers a growth advantage. The defective field, by this
logic, should reflect the predisposing mutations and
epimutations that precede the development of the
malignancy. We have reviewed here the relevant evidence
for the existence of field defects predisposing to, and
existing in association with, adenocarcinoma of the colon
and esophagus. This evidence suggests that many of the
important events in the development of colonic and
esophageal adenocarcinoma first occur in tissues that are
neither highly dysplastic nor malignant.

References

Arai, N., Mitomi, H., Ohtani, T., Igarashi, M., Kakita, A.
and Okayasu, I. (1999). Enhanced epithelial cell turnover
associated with p53 accumulation and high p21WAF1/CIP1
expression in ulcerative colitis. Modern  Pathology 12:604-
611.

Anderson, S.N., Lovig, T., Clausen, O.P., Bakka, A., Fausa,
O. and Rognum, T.O. (1999). Villous, hypermucinous
mucosa in long standing ulcerative colitis shows high
frequency of K-ras mutations. Gut 45:686-692.

Baker, S.J., Preisinger, A.C., Jessup, J., Paraskeva, C.,
Markowitz, S., Willson, J.K.V., Hamilton, S. and
Vogelstein, B. (1990). P53 gene-mutations occur in
combination with 17P allelic deletions as late events in
colorectal tumorigenesis. Cancer Research 50:7717-7722.

Baker, A., Payne, C.M., Briehl, M.M. and Powis, G.
(1997). Thioredoxin , a gene found over-expressed in human
cancer, inhibits apoptosis in vitro  and in vivo . Cancer
Research 57:5162-5167.

Barrett, M.T., Sanchez, C.A., Galipeau, P.C., Neshat, K.,
Emond, M. and Reid, B.J. (1996). Allelic loss of 9p21 and
mutation of the CDKN2/p16 gene develop as early lesions
during neoplastic progression in Barrett’s esophagus.
Oncogene 13:1867-1873.

Baylin, S.B. (1997). Tying it all together: Epigenetics,
genetics, cell cycle and cancer. Science 277:1948-1949.

Bedi, A., Pasricha, P.J., Akhtar, A.J., Barber, J.P., Bedi,
G.C., Giardiello, F.M.,  Zehnbauer, B.A., Hamilton, S.R.
and Jones, R.J. (1995). Inhibition of apoptosis during



Field defects in progression to adenocarcinoma of the colon and esophagus

179

development of colorectal cancer. Cancer Research
55:1811-1816.

Bernstein, C., Bernstein, H., Garewal, H., Dinning, P., Jabi,
R., Sampliner, R.E., McCuskey, M. K., Panda, M., Roe,
D.J., L’Heureux, L. and Payne, C. (1999). A bile acid-
induced apoptosis assay for colon cancer risk and
associated quality control studies. Cancer Research
59:2353-2357.

Blount, P.L. Ramel, S., Raskind, W.H., Haggitt, R.C.,
Sanchez, C.A., Dean, P.J. Rabinovitch, P.S. and Reid, B.J.
(1991). 17P allelic deletions and P53 protein
overexpression in Barrett’s adenocarcinoma. Cancer
Research 51:5482-5486.

Bolen, J.B., Veillette, A., Schwartz, A.M., DeSeau, V. and
Israel, M.A. (1987). Activation of pp60c-src protein kinase
activity in human colon carcinoma. Proceedings of the
National Academy of Sciences USA 84:2251-2255.

Bosari, S., Moneghini, L., Graziani, D., Lee, A.K.C.,
Murray, J.J., Coggi, G. and Viale, G. (1995). Bcl-2
oncoprotein in colorectal hyperplastic polyps, adenomas
and adenocarcinomas.  Human Pathology 26:534-540.

Brentnall, T.A., Crispin, D.A., Bronner, M.P., Cherian,
S.P., Hueffed, M., Rabinovitch, P.S., Rubin, C.E., Haggitt,
R.C. and Boland, C.R. (1996). Microsatellite instability in
nonneoplastic mucosa from patients with chronic ulcerative
colitis. Cancer Research 56:1237-1240.

Bronner, M.P., Culin, C., Reed, J.C. and Furth, E.E. (1995).
The bcl-2  proto-oncogene and the gastrointestinal epithelial
tumor progression model. American Journal of Pathology
146:20-26.

Cartwright, C.A., Coad, C.A. and Egbert, B.M. (1994).
Elevated c-Src tyrosine kinase activity in premalignant
epithelia of ulcerative colitis. Journal of Clinical
Investigation 93:509-515.

Cartwright, C.A., Kamps, M.P., Meisler, A.I., Pipas, J.M.
and Eckhart, W. (1989). pp60c-src activation in human colon
carcinoma. Journal of Clinical Investigation 83:2025-2033.

Casson, A.G. Kerkvliet, N. and OMalley, F. (1995).
Prognostic value of P53 protein in esophageal
adenocarcinoma.  Journal of Surgical Oncology 60:5-11.

Cawley, H.M., Meltzer, S.J., De Benedetti, V.M.G.,
Hollstein, M.C., Muehlbauer, K.R., Liang,L., Bennett,
W.P., Souza, RF., Greenwald, B.D., Cottrell, J., Salabes,A.,
Bartsch, H. and Trivers, G.E. (1998). Anti-p53 antibodies
in patients with Barrett’s esophagus or esophageal
carcinoma can predate cancer diagnosis. Gastroenterology
115:19-27.

Cheah, P.Y. (1990). Hypotheses for the etiology of
colorectal cancer: An overview. Nutrition and Cancer-An
International Journal 14:5-13.

Chen, X.X., Ding, Y.W., Yang, G.Y., Bondoc, F., Lee, M.J.
and Yang, C.S. (2000). Oxidative damage in an esophageal
adenocarcinoma model with rats. Carcinogenesis 21:257-
263.

Coppola, D. and Karl, R.C. (1999). Barrett’s esophagus and
Barrett’s-associated neoplasia: Etiology and pathologic
features. Cancer Control 6:21-27.

Coppola, D., Schreiber, R.H., Mora, L., Dalton, W. and
Karl, C. (1999). Significance of Fas and Retinoblastoma
protein expression during the progression of Barrett’s
metaplasia to adenocarcinoma.  Annals of Surgical
Oncology 6:298-304.

Dolan, K., Garde, J., Walker, S.J., Sutton, R., Gosney, J.
and Field, J.K. (1999). LOH at the sites of the DCC, APC
and TP53 tumor suppresser genes occurs in Barrett’s
metaplasia and dysplasia adjacent to adenocarcinoma of the
esophagus. Human Pathology 30:1508-1514.

Drucker, L., Stackievitz, R., Shpitz, B. and Yarkoni, S.
(2000). Incidence of BRCA1 and BRCA2 mutations in
Ashkenazi colorectal cancer patients: Preliminary study.
Anticancer Research 29:559-562.

Fabre, M., Martin, M., Ulloa, F. and Real, F.X. (1999). In
vitro analysis of the role of DCC in mucus-secreting
intestinal differentiation. International Journal of Cancer
81:799-807.

Fang, D.C., Young, J., Luo, Y.H., Lu, R. and Jass, J.
(1999). Detection of telomerase activity in biopsy samples
of colorectal cancer. Journal of Gastroenterology and
Hepatology 14:328-332.

Flejou, J.F., Potet, F., Muzeau, F., Lepelletier, F., Fekete, F.
and Henin, D. (1993). Overexpression of P53 protein in
Barrett’s syndrome with malignant transformation. Journal
of Clinical Pathology 46:330-333.

Fogt, F., Vortmeyer, A.O., Stolte, M., Mueller, E., Mueller,
J., Noffsinger, A., Poremba, C. and Zhuang, Z. (1998a).
Loss of heterozygosity of the von Hippel Lindau gene locus
in polypoid dysplasia but not flat dysplasia in ulcerative
colitis or sporadic adenomas. Human Pathology  29:961-
964.

Fogt, F., Vortmeyer, A.O., Goldman, H., Giordano, T.J.,
Merino, M.J. and Zhuang, Z. (1998b). Comparison of
genetic alterations in colonic adenoma and ulcerative
colitis-associated dysplasia and carcinoma.  Human
Pathology 29:131-136.



Bernstein, C. et al.

180

Galipeau, P.C., Prevo, L.J., Sanchez, C.A., Longton, G.M.
and Reid, B.J. (1999). Clonal expansion and loss of
heterozygosity at chromosomes 9p and 17p in premalignant
esophageal (Barrett’s) tissue. Journal of the National
Cancer Institute 91:2087-2095.

Garcia-Patino, E., Gomendio, B., Lleonart, M., Silva, J.M.,
Garcia, J.M., Provencio, M., Cubedo, R., Espana, P.,
Ramon y Cajal, S. and Bonilla, F. (1998). Loss of
heterozygosity in the region including the BRCA1 gene on
17q in colon cancer. Cancer Genetics and Cytogenetics
104:119-123.

Garewal, H., Bernstein, H., Bernstein, C., Sampliner, R.
and Payne, C. (1996). Reduced bile acid-induced apoptosis
in “normal” colorectal mucosa: A potential biological
marker for cancer risk.  Cancer Research 56:1480-1483.

Garewal, H.S., Sampliner, R., Liu, Y. and Trent, J. (1989).
Chromosomal rearrangements in Barrett’s esophagus. A
premalignant lesion of esophageal adenocarcinoma. Cancer
Genetics and Cytogenetics 42:281-296.

Goldblum, J.R. and Rice, T.W. (1995).  Bcl-2 protein
expression in the Barrett’s metaplasia-dysplasia-carcinoma
sequence. Modern Pathology 8:866-869.

Gonzalez-Zulueta, M., Bender, C.M., Yang, A.S., Nguyen,
T., Beart, R.W., Van Tornout, J.M., and Jones, P.A. (1995).
Methylation of the 5’CpG island of the p16/CDKN2 tumor
suppressor gene in normal and transformed human tissues
correlates with gene silencing. Cancer Research 55:4531-
4535.

Hague, A. Moorghen, M., Hicks, D., Chapman, M. and
Paraskeva, C. (1994). BCL-2 expression in human
colorectal adenomas and carcinomas. Oncogene 9:3367-
3370.

He, T.C., Sparks, A.B., Rago, C., Hermeking, H., Zawel,
L., da Costa, L.T., Morin, P.J., Vogelstein, B. and Kinzler,
K.W. (1998). Identification of c-MYC as a target of the
APC pathway. Science 281:1509-1512.

Hisamatsu, T., Watanabe, M., Ogata, H., Ezaki, T.,
Hozawa, S., Ishii, H., Kanai, T. and Hibi, T. (1999).
Interferon-inducible gene family 1-8U expression in colitis-
associated colon cancer and severely inflamed mucosa in
ulcerative colitis. Cancer Research 59:5927-5931.

Holubec, H., Bernstein, H., Bernstein, C., Payne, C.M.
Warneke, J.A., Garewal, H., Earnest, D.L., Sampliner, R.E.
and Jacobson, E. (2000).  Flat colonic mucosa of colon
cancer patients have field defects characterized by
dedifferentiation. Proceedings of the American Association
for Cancer Research 41:341.

Hsieh, C.J., Klump, B., Holzmann, K., Borchard, F.,
Gregor, M. and Porschen, R. (1998). Hypermethylation of

the p16INK4a promoter in colectomy specimens of patients
with long-standing and extensive ulcerative colitis. Cancer
Research 58:3942-3945.

Huang, J., Papadopoulos, N., McKinley, A.J., Farrington,
S.M. Curtis, L.J., Wyllie, A.H., Zheng, S., Willson, J.K.V.,
Markowitz, S.D., Morin, P., Kinzler, K.W., Vogelstein, B.
and Dunlop M.G. (1996). APC mutations in colorectal
tumors with mismatch repair deficiency. Proceedings of the
National Academy of Sciences USA 93:9049-9054.

Ichii, S., Horii, A., Nakatsuru, S., Furuyama, J.,
Utsunomiya, J. and Nakamura, Y. (1992). Inactivation of
both APC alleles in an early stage of colon adenomas in a
patient with familial adenomatous polyposis (FAP). Human
Molecular Genetics 1:387-390.

Issa, J.P. J., Ottaviano, Y.L., Celano, P., Hamilton, S.R.,
Davidson, N.E. and Baylin, S.B. (1994). Methylation of the
oestrogen receptor CpG island links ageing and neoplasia in
human colon. Nature Genetics 7:536-540.

Ito, M., Rodriguez-Bigas, M.A., Evans, M.J. and Petrelli,
N.J. (1993). Isolation of Inoue-Melnick virus from
colorectal carcinoma tissues. Cancer 71:1960-1963.

Jackson, A.L. and Loeb, L.A. (1998). The mutation rate and
cancer. Genetics 148:1483-1490.

Kahlenberg, M.S., Stoler, D.L., Basik, M., Petrelli, N.J.,
Rodriguez-Bigas, M. and Anderson, G.R. (1996).  p53
tumor suppressor gene status and the degree of genomic
instability in sporadic colorectal cancers. Journal of the
National Cancer Institute 88:1665-1670.

Kandell, R.L. and Bernstein, C. (1991). Bile salt/acid
induction of DNA damage in bacterial and mammalian
cells: Implications for colon cancer. Nutrition and Cancer-
An International Journal 16:227-238.

Katada, N., Hinder, R.A., Smyrk, T.C., Hirabayashi, N.,
Perdikis, G., Lund, R.J., Woodward, T. and Klingler, P.J.
(1997). Apoptosis is inhibited early in the dysplasia-
carcinoma sequence of Barrett esophagus. Archives of
Surgery 132:728-733.

Kozoni, V., Tsioulias, G., Shiff, S. and Rigas, B. (2000).
The effect of lithocholic acid on proliferation and apoptosis
during the early stages of colon carcinogenesis: Differential
effect on apoptosis in the presence of a colon carcinogen.
Carcinogenesis 21:999-1005.

Kumble, S., Omary, M.B., Cartwright, C.A. and
Triadafilopoulos, G. (1997). Src activation in malignant and
premalignant epithelia of Barrett’s esophagus.
Gastroenterology 112:348-356.

Kuo, M.L., Shiah, S.G., Wang, C.J., and Chuang, S.-E.
(1999). Suppression of apoptosis by Bcl-2 to enhance



Field defects in progression to adenocarcinoma of the colon and esophagus

181

benzene metabolites-induced oxidative DNA damage and
mutagenesis: A possible mechanism of carcinogenesis.
Molecular Pharmacology 55:894-901.

Laghi, L., Randolph, A.E., Chauhan, D.P., Marra, G.,
Major, E.O., Neel, J.V. and Boland, C.R. (1999). JC virus
DNA is present in the mucosa of the human colon and in
colorectal cancers. Proceedings of the National Academy of
Sciences USA 96:7484-7489.

Lengauer, C., Kinzler, K.W. and Vogelstein, B. (1997).
Genetic instability in colorectal cancers.  Nature 386:623-
627.

Lord, R.V., Salonga, D., Danenberg, K.D., Peters, J.H.,
DeMeester, T.R., Park, J.M., Johansson, J., Skinner, K.A.,
Chandrasoma, P., DeMeester, S.R., Bremner, C.G., Tsai,
P.I. and Danenberg, P.V. (2000). Telomerase reverse
transcriptase expression is increased early in the Barrett’s
metaplasia, dysplasia, adenocarcinoma sequence. Journal of
Gastrointestinal Surgery 4:135-142.

MacDonald, T.T., Monteleone, G. and Pender, S.L. (2000).
Recent developments in the immunology of bowel disease.
Scandinavian Journal of Immunology 51:2-9.

Meltzer, S.J., Mane, S.M., Wood, P.K., Resau, J.H.,
Newkirk, C., Terzakis, J.A., Korelitz, B.I., Weinstein,
W.M. and Needleman, S.W. (1990). Activation of c-Ki-ras
in human gastrointestinal dysplasias determined by direct
sequencing of polymerase chain reaction products. Cancer
Research 50:3627-3630.

Minamoto, T., Yamashita, N., Ochiai, A., Mai, M.,
Sugimura, T., Ronai, Z. and Esumi, H. (1995). Mutant K-
ras in apparently normal mucosa of colorectal cancer
patients.  Its potential as a biomarker of colorectal
tumorigenesis. Cancer 75:1520-1526.

Morales, C., Lee, E.L. and Shay, J.W. (1998). In situ
hybridization for the detection of telomerase RNA in the
progression from Barrett’s esophagus to esophageal
adenocarcinoma.  Cancer 83:652-659.

Morin, P.J., Vogelstein, B. and Kinzler, K.W. (1996).
Apoptosis and APC in colorectal tumorigenesis.
Proceedings of the National Academy of Sciences USA
93:7950-7954.

Ohmori, T., Asahi, S., Sato, C., Maki, F., Masumoto, A.
and Okada, K. (1999). Bcl-2 protein expression and gut
neurohormonal polypeptide/amine production in colorectal
carcinomas and tumor-neighboring mucosa, which closely
correlate to the occurrence of tumor.  Histology and
Histophatology 14:37-44.

Olyaee, M., Sontag, S., Salman, W., Schnell, T., Mobarhan,
S., Eiznhamer, D. and Keshavarzian, A. (1995). Mucosal

reactive oxygen species production in esophagitis and
Barrett’s-esophagus. Gut 37:168-173.

Payne, C.M., Holubec, H., Bernstein, H., Bernstein, C.,
Warneke, J.A., Powis, G. and Garewal, H. (2000).
Aberrant expression of NF-κB, NOS2 and thioredoxin in
the normal-appearing flat mucosa of patients with colonic
neoplasia. Gastroenterology 118:Suppl.2, A281.

Payne, C.M., Bernstein, C., Bernstein, H., Gerner E.W. and
Garewal, H. (1999). Reactive nitrogen species in colon
carcinogenesis.  Antioxidants and Redox Signaling 1:449-
467.

Payne, C.M., Crowley, C., Washo-Stultz, D., Briehl, M.,
Bernstein, H., Bernstein, C., Beard, S., Holubec, H. and
Warneke, J. (1998). The stress-response proteins
poly(ADP-ribose) polymerase and NF-κB protect against
bile salt-induced apoptosis. Cell Death and Differentiation
5:623-636.

Payne, C.M., Bernstein, H., Bernstein, C. and Garewal, H.
(1995). Role of apoptosis in biology and pathology:
Resistance to apoptosis in colon carcinogenesis.
Ultrastructural Pathology 19:221-248.

Perrem, K. and Reddel, R.R. (1999). Telomeres and cell
division potential. In: Progress in Molecular and
Subcellular Biology. Maciero-Coelho (ed.), pp. 171-189,
vol. 24. A. Springer-Verlag, Berlin, Heidelberg.

Powell, S.M., Zilz, N., Beazer-Barclay, Y., Bryan, T.M.,
Hamilton, S.R., Thibodeau, S.N., Vogelstein, B. and
Kinzler, K.W. (1992). APC  mutations occur early during
colorectal tumorigenesis. Nature (London) 359:235-237.

Rabinovitch, P.S., Dziadon, S., Brentnall, T.A., Emond,
M.J., Crispin, D.A., Haggitt, R.C. and Bronner, M.P.
(1999). Pancolonic chromosomal instability precedes
dysplasia and cancer in ulcerative colitis. Cancer Research
59:5148-5153.

Ramel, S., Reid, B.J., Sanchez, C.A., Blount, B.L., Levine,
D.S., Neshat, K., Haggitt, R.C., Dean, P.J.,  Thor, K. and
Rabinovitch, P.S. (1992). Evaluation of p53 protein
expression in Barrett’s-esophagus by 2-parameter flow
cytometry.  Gastroenterology 102:1220-1228.

Rampino, N., Yamamoto, H., Ionov, Y., Li, Y., Sawai, H.,
Reed, J.C. and Perucho, M. (1997). Somatic frameshift
mutations in BAX gene in colon cancers of the
microsatellite mutator phenotype. Science 275:967-969.

Ray, G.S., Lee, J.R., Nwokeji, K., Mills, L.R. and
Goldenring, J.R. (1997). Increased immunoreactivity for
Rab11, a small GTP binding protein, in low-grade
dysplastic Barrett’s epithelia. Laboratory Investigation
77:503-511.



Bernstein, C. et al.

182

Reynolds, J.C., Waronker, M., Pacquing, M.S. and Yassin,
R.R. (1999). Barrett’s esophagus.  Reducing the risk of
progression to adenocarcinoma. Gastroenterology Clinics
of North America 28:917-945

Rioux-Leclercq, N., Turlin, B., Sutherland, F., Heresbach,
N., Launois, B., Campion, J.P. and Ramee, M.P. (1999).
Analysis of Ki-67, p53 and Bcl-2 expression in the
dysplasia-carcinoma sequence of Barrett’s esophagus.
Oncology Reports 6:877-882.

Sarela, A.I., Macadam, R.C.A., Farmery, S.M., Markham,
A.F. and Guillou, P.J. (2000). Expression of the
antiapoptosis gene, Survivin, predicts death from recurrent
colorectal carcinoma. Gut 46:645-650.

Scalmati, A. and Lipkin, M. (1993). Proliferation and
differentiation biomarkers in colorectal mucosa and t-heir
application to chemoprevention studies. Environmental
Health Perspectives 99:169-173.

Sedghi, S., Fields, J.Z., Klamut, M., Urban, G., Durkin, M.,
Winship, D., Fretland, D., Olyaee, M. and Keshavarzian, A.
(1993). Increased production of luminol enhanced
chemiluminescence by the inflamed colonic mucosa in
patients with ulcerative-colitis. Gut 34:1191-1197.

Shirvani, V.N., Ouatu-Lascar, R., Kaur, B.S., Omary, M.B.
and Triadafilopoulos, G. (2000). Cyclooxygenase 2
expression in Barrett’s esophagus and adenocarcinoma: Ex
vivo induction by bile salts and acid exposure.
Gastroenterology 118:487-496.

Smith, A.J., Stern, H.S., Penner, M., Hay, K., Mitri, A.,
Bapat, B.V. and Gallinger, S. (1994). Somatic APC and K-
ras codon 12 mutations in aberrant crypt foci from human
colons. Cancer Research 54:5527-5530.

Soslow, R.A., Ying, L. and Altorki, N.K. (1997).
Expression of acidic fibroblast growth factor in Barrett’s
esophagus and associated esophageal adenocarcinoma.
Journal of Thoracic and  Cardiovascular Surgery 114:838-
843.

Stoler, D.L., Chen, N., Basik, M., Kahlenberg, M.S.,
Rodriquez-Bigas, M.A. and Petrelli, N.J. (1999). The onset
and extent of genomic instability in sporadic colorectal
tumor progression.  Proceedings of the National Academy
of Sciences USA 96:15121-15126.

Swami, S., Kumble, S. and Triadafilopoulos, G. (1995). E-
cadherin expression in gastroesophageal reflux disease,
Barretts-esophagus, and esophageal adenocarcinoma-an
immunohistochemical and immunoblot study. American
Journal of Gastroenterology 90:1808-1813.

Swidsinski, A., Khilk I.N., M., Kerjaschki, D., Schreiber,
S., Ortner, M., Weber, J. and Lochs, H. (1998). Association

between intraepithelial Escherichia coli  and colorectal
cancer.  Gastroenterol. 115:281-286.

Takeuchi, K., Araki, H., Kawauchi, S., Kunikata, T.,
Mizoguchi, H. and Tashima, K. (2000). Regulatory
mechanism of acid secretion in the damaged stomach: Role
of endogenous nitric oxide. Journal of Gastroenterology
and Hepatology 15 Suppl: D37-D45.

Talamonti, M.S., Roh, M.S., Curley, S.A. and Gallick, G.E.
(1993). Increase in activity and level of pp60c-src in
progressive stages of human colorectal cancer. Journal of
Clinical Investigation 91:53-60.

Tomlinson, I. and Bodmer, W. (1999). Selection, the
mutation rate and cancer: Ensuring that the tail does not
wag the dog. Nature Medicine 5:11-12.

Venkitaraman, A.R. (1999). Breast cancer genes and DNA
repair. Science 286:1100-1102.

Venturi, M., Hambly, R.J. Glinghammer, B., Rafter, J.J.
and Rowland, I.R. (1997). Genotoxic activity in human
faecal water and the role of bile acids: A study using the
alkaline comet assay. Carcinogenesis 18:2353-2359.

Visca, P., Alo, P.L., Del Nonno, F.,  Botti, C., Trombetta,
G., Marundino, F., Filippi, S., Ditonto, U. and Donnorso,
R.P. (1999). Immunohistochemical expression of fatty acid
synthase, apoptotic-regulating genes, proliferating factors,
and ras protein product in colorectal adenomas, carcinomas,
and adjacent nonneoplastic mucosa. Clinical Cancer
Research 5:4111-4118.

Walch, A.K., Zitzelsberger, H.F., Buch, J., Keller, G.,
Angermeier, D., Aubele, M.M., Mueller, J., Stein, H.,
Braselmann, H., Siewert, J.R., Hofler, H. and Werner, M.
(2000). Chromosomal imbalances in Barrett’s
adenocarcinoma and the metaplasia-dysplasia-carcinoma
sequence.  American Journal of Pathology 156:555-566.

Washo-Stultz, D., Hoglen, N., Bernstein, H., Bernstein, C.
and Payne, C.M. (1999). Role of nitric oxide and
peroxynitrite in bile salt-induced apoptosis: Relevance to
colon carcinogenesis. Nutrion and Cancer-An International
Journal 35:180-188.

Weinberg, R.A. (1995). The retinoblastoma protein and cell
cycle control.  Cell 81:323-330.

Wetscher, G.J., Schwelberger, H., Unger, A., Offner, F.A.,
Profanter, C. Glaser, K., Klingler, A., Gadenstaetter, M.
and Klinger, P. (1998).  American Journal Surgery
176:569-573.

Wetscher, G.J., Hinder, R.A., Bagchi, D., Hinder, P.R.,
Bagchi, M., Perdikis, G. and McGinn, T. (1995). Reflux
esophagitis in humans is mediated by oxygen-derived free-
radicals.  American Journal of Surgery 170:552-557.



Field defects in progression to adenocarcinoma of the colon and esophagus

183

Whittles, C.E., Biddlestone, L.R. Berton, A., Barr, H.,
Jankowski, J.A.Z., Warner, P.J. and Shepherd, N.A. (1999).
Apoptotic and proliferative activity in the neoplastic
progression of Barrett’s oesophagus: a comparative study.
Journal of Pathology 187:535-540.

Wilson, K.T., Fu, S., Ramanujam, K.S. and Meltzer, S.J.
(1998). Increased expression of inducible nitric oxide
synthase and cyclooxygenase-2 in Barrett’s esophagus and
associated adenocarcinomas. Cancer Research 58:2929-
2934.

Wong, D.J., Barrett, M.T., Stoger, R., Emond, M.J. and
Reid, B.J. (1997).  P16(INK4 alpha) promoter is
hypermethylated at a high frequency in esophageal
adenocarcinomas. Cancer Research 57:2619-2622.

Xu, X.L., Weaver, Z., Linke, S.P., Li, C.L., Gotay, J.,
Wang, W.W., Harris, C.C., Ried, T. and Deng, C.X.
(1999). Centrosome amplification and a defective G(2)-M
cell cycle checkpoint induce genetic instability in BRCA1
exon 11 isoform-deficient cells. Molecular Cell 3:389-395.

Yamashita, N., Minamoto, T., Ochiai,A., Onda, M. and
Esumi, H. (1995). Frequent and characteristic K-ras
activation in aberrant crypt foci of colon—is there
preference among K-ras mutants for malignant
progression? Cancer 75:1527-1533, Suppl. S.

Yan, P., Saraga, E.P., Bouzourene, H., Bosman, F.T. and
Benhattar, J. (1999). Telomerase activation in colorectal
carcinogenesis. Journal of Pathology 189:207-212.

Yin, J., Harpaz, N., Tong, Y., Huang Y., Laurin, J.,
Greenwald, B.D., Hontanosas, M., Newkirk, C. and
Meltzer, S.J. (1993). p53 point mutations in dysplastic and
cancerous ulcerative colitis lesions. Gastroenterology
104:1633-1639.

Younes, M., Ertan, A., Lechago, L.V., Somoano, J.R. and
Lechago, J. (1997). p53 protein accumulation is a specific
marker of malignant potential in Barrett’s metaplasia.
Digestive Diseases and Sciences 42:697-701.

Younes, M., Lebovitz, R.M., Lechago, L.V. and Lechago,
J. (1993). P53 protein accumulation in Barrett’s metaplasia,
dysplasia, and carcinoma: a follow-up study.
Gastroenterology 105:1637-1642.

Yoshida, R., Kiyozuka, Y., Ichiyoshi, H., Senzaki, H.,
Takada, H., Hioki, K. and Tsubura, A. (1999). Change in
telomerase activity during human colorectal carcinogenesis.
Anticancer Research 19:2167-2172.

Yoshida, K., Sugino, T., Goodison, S., Warren, B.F.,
Nolan, D., Wadsworth, S., Mortensen, N.J., Toge, T.,
Tahara, E. and Tarin, D. (1997).  Detection of telomerase
activity in exfoliated cancer cells in colonic luminal

washings and its related clinical implications. British
Journal of Cancer 75: 548-553.

Zhu, D., Keohavong, P., Finkelstein, S.D., Swalsky, P.,
Bakker, A., Weissfeld, J., Srivastava, S. and Whiteside,
T.L. (1997). K-ras gene mutations in normal colorectal
tissues from K-ras mutation-positive colorectal cancer
patients.  Cancer Research 57:2485-2492.

Zhuang, Z, Vortmeyer, A.O., Mark, E.J., Odze, R. Emmert-
Buck, M.R., Merino, M.J. Moon, H., Liotta, L.A. and
Duray, P.H. (1996). Barrett’s esophagus: Metaplastic cells
with loss of heterozygosity at the APC gene locus are clonal
precursors to invasive adenocarcinoma.  Cancer Research
56:1961-1964.


